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Proteome analysis of C-Reactive Protein (CRP) biding protein
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Identified Proteins Accession Number Molecular Weight

Vitamin D-binding protein 0S=Homo

sapiens GN=GC PE=1 SV=1 sp|P02774|VTDB_HUMAN 53 kDa

Haptoglobin OS=Homo sapiens GN=HP

PE=1SV=1 sp|P00738|HPT_HUMAN 45 kDa

Alpha-1-antitrypsin OS=Homo sapiens

GN=SERPINA1 PE=1 SV=3 sp|P01009 | A1AT_HUMAN 47 kDa

Angiotensinogen OS=Homo sapiens

GN=AGT PE=1 SV=1 sp|P01019|ANGT_HUMAN 53 kDa

Ig gamma-1 chain C region 0S=Homo sp|P01857 | IGHG1_HUMA
N (+1) 36 kDa

sapiens GN=IGHG1 PE=1 SV=1
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